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Datasets Online version
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http://www.r4all.org/books/datasets
https://r4ds.hadley.nz/


INSTALLATION

•Download and install R base/RStudio: 

https://posit.co/download/rstudio-desktop/ 

• Install, load & update “tidyverse”:

•install.packages(“tidyverse”)
•library(“tidyverse”)
•tidyverse_update()
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https://posit.co/download/rstudio-desktop/


TUTORIAL 1
Getting Started
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Programming Terminology

• Windows/Panels

• R Console

• Script

• History/Environment

• Help/Plot/Packages

• Programming

• Variable (cAsE SensItive!!)

• Function

• Argument

• Object (data container)



Calculator Vector

Function (w. arguments)

Object (data container)

Vector operations

Save to script (“.R”)

Getting help: “?seq”
To run:

“ctl-enter”
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To save the output to an object:

“<-”



SUMMARY & TIPS
Function()

Parenthesized

No space

Object

Unquoted Arguments (inputs)

Add spaces around operators

A character vector (Quote the strings)



PRACTICE #1
1. Create a variable called “my_first_variable” and assign it your last name

2. Create a vector containing the numbers 1, 3, 0.8, and 53.3, then assign it to a variable 

called “my_numbers”

3. Make a vector that contains all the numbers from 6 to 12, incremented by 0.5

4. Create and assign a vector that contains the numbers from 3 to 9. After assigning, 

square all the numbers

5. Create a vector of DNA bases; apply the function “sample()”. Explain the output. Look 

up help for this function. Create a random DNA sequence of 1000 bases

6. Why the following codes don’t work?

7. Save all commands in a file “practice-1.R”
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