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a pair of sister nodes: each other's closest relative
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Introduction to Trees

The Newick Tree Format
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Introduction to Trees

Rooted and Unrooted Trees
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Introduction to Trees

Rooted and Unrooted Trees (Cont'd)
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Trees and

Tree Distances
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Trees and Distances

Tree Distances
Additive Distance

Distance matrix Tree
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Tree pruning: remove ALL descendants of a branch


Organismal Trees

Gene Tree and Species Tree
Orthology and Paralogy
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Monophyletic & Paraphyletic Groups
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Scaled & Un-scaled Trees
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Rooted and Unrooted Trees
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Incomplete Lineage Sorting
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Gene Tree vs Species Tree
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Orthology vs Paralogy

Horizontal gene transfer
from yeast to human
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Duplication node: containing overlapping species between two descendant clades
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